During a routine survey in June 2012, pear trees (Pyrus communis) bearing deformed fruits, along with occasional chlorotic spots on leaves (Fig. 1) , were observed in nine pear orchards located in Shimla district in Himachal Pradesh, India. Critical observations of the fruit revealed deformities, with the formation of pits, corky tissues beneath the pits, misshapen fruit and russeting on the surface (Figs. 2, 3, 4) . These symptoms are similar to those of pear stony pit disease, known to be prevalent in other countries (Kegler et al., 1976; Thomsen, 1989 (Nemeth, 1986; Paunović et al., 1999) .
To confirm the association of ASPV and ACLSV with stony pit disease reported here, RT-PCR detection was carried out using ASPV and ACLSV coat protein gene specific primer pairs (Kundu, 2003; Nickel et al., 2001) . RT-PCR amplification resulted in amplicons of the correct size: 264 and 582 base pair fragments of coat protein gene of ASPV and ACLSV, respectively. Partial sequences of CP gene of ASPV and ACLSV obtained after cloning, sequencing and analysis were deposited in GenBank (ASPV and ACLSV Accession Nos. KC154860 and KC154861 respectively). Phylogenetic analysis of ASPV isolate (KC154860) showed 98% sequence similarity with a Chinese isolate (JF895517), whereas the ACLSV isolate (KC154861) showed 98% sequence similarity with a Japanese isolate (AB326230) and 96 and 95% similarity with isolates already reported from India (Kashmir, FN550875 and Nihari, AM494508, respectively). The presence of symptoms that are typical of stony pit disease, and the association of ASPV and ACLSV with the disease, have demonstrated the previously unrecorded, natural occurrence of pear stony pit disease in India.
